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<210> 1 
<211> 750 
<212> PRT 
<213> Glycine max 



<400> 1 

Met Thr Val Thr Pro Lys He Ser Val Asn Asp Gly Lys Leu Val Val 



1 



5 



10 



15 



His Gly Lys Thr He Leu Thr Gly Val Pro Asp Asn Val Val Leu Thr 



20 



25 



30 



Pro Gly Ser Gly Arg Gly Leu Val Thr Gly Ala Phe Val Gly Ala Thr 
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35 40 45 

Ala Ser His Ser Lys Ser Leu His Val Phe Pro Met Gly Val Leu Glu 
50 55 60 

Gly Leu Arg Phe Met Cys Cys Phe Arg Phe Lys Leu Trp Trp Met Thr 
65 70 75 80 

Gin Arg Met Gly Thr Cys Gly Arg Asp Val Pro Leu Glu Thr Gin Phe 

85 90 95 

Met Leu He Glu Ser Lys Glu Ser Glu Thr Asp Gly Glu Asn Ser Pro 

100 105 110 

He He Tyr Thr Val Leu Leu Pro Leu Leu Glu Gly Gin Phe Arg Ala 
115 120 125 

Val Leu Gin Gly Asn Asp Lys Asn Glu lie Glu He Cys Leu Glu Ser 
130 135 140 

Gly Asp Asn Ala Val Glu Thr Asp Gin Gly Leu His Met Val Tyr Met 
145 150 155 160 

His Ala Gly Thr Asn Pro Phe Glu Val He Asn Gin Ala Val Lys Ala 

165 170 175 

Val Glu Lys His Met Gin Thr Phe Leu His Arg Glu Lys Lys Arg Leu 

180 185 190 



2/9 



* 

Pro Ser Cys Leu 
195 

Thr Asp Val Thr 
210 

Gin Gly Gly Thr 
225 

Gin He Glu Asn 

Gly Ala Gin Phe 

260 

Phe Gin Lys Lys 
275 

Leu Val His Gly 
290 

Trp His Ala Leu 
305 

Gly Met Glu His 



Gly Val Leu Gly 

340 



Asp Trp Phe Gly 

200 

Ala Glu Gly Val 
215 

Pro Pro Arg Phe 
230 

Lys Ala Lys Asp 
245 

Ala Thr Arg Leu 

Leu Gin Asn Asn 

280 

Ala Lys Gin His 
295 

Ala Gly Tyr Trp 
310 

Tyr Asp Thr Ala 
325 

Asn Gin Pro Asp 



Trp Cys Thr Trp 



Glu Glu Gly Leu 

220 

Leu He He Asp 
235 

Ala Thr Glu Cys 
250 

Thr Gly He Lys 
265 

Glu Gin Met Ser 



His Asn Val Lys 

300 

Gly Gly Val Lys 
315 

Leu Ala Tyr Pro 
330 

He Val Met Asp 
345 




Asp Ala Phe Tyr 
205 

Lys Ser Leu Ser 



Asp Gly Trp Gin 

240 

Leu Val Gin Glu 
255 

Glu Asn Thr Lys 
270 

Gly Leu Lys His 
285 

Asn Val Tyr Val 

Pro Ala Ala Thr 

320 

Val Gin Ser Pro 
335 

Ser Leu Ala Val 
350 




His Gly Leu Gly Leu Val His Pro Lys Lys Val Phe Asn Phe Tyr Asn 
355 360 365 

Glu Leu His Ala Tyr Leu Ala Ser Cys Gly Val Asp Gly Val Lys Val 
370 375 380 

Asp Val Gin Asn He He Glu Thr Leu Gly Ala Gly His Gly Gly Arg 
385 390 395 400 

Val Ser Leu Thr Arg Ser Tyr His His Ala Leu Glu Ala Ser lie Ala 

405 410 415 

Ser Asn Phe Thr Asp Asn Gly Cys He Ala Cys Met Cys His Asn Thr 

420 425 430 

Asp Gly Leu Tyr Ser Ala Lys Gin Thr Ala lie Val Arg Ala Ser Asp 
435 440 445 

Asp Phe Tyr Pro Arg Asp Pro Ala Ser His Thr He His He Ser Ser 
450 455 460 

Val Ala Tyr Asn Ser Leu Phe Leu Gly Glu Phe Met Gin Pro Asp Trp 
465 470 475 480 

Asp Met Phe His Ser Leu His Pro Ala Ala Asp Tyr His Ala Ala Ala 

485 490 495 

Arg Ala lie Gly Gly Cys Pro He Tyr Val Ser Asp Lys Pro Gly Asn 
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500 



505 



510 



His Asn Phe Asp Leu Leu Lys Lys Leu Val Leu Pro Asp Gly Ser Val 
515 520 525 

Leu Arg Ala Gin Leu Pro Gly Arg Pro Thr Arg Asp Ser Leu Phe Val 
530 535 540 

Asp Pro Ala Arg Asp Arg Thr Ser Leu Leu Lys He Trp Asn Leu Asn 
545 550 555 560 

Lys Cys Ser Gly Val Val Gly Val Phe Asn Cys Gin Gly Ala Gly Trp 

565 570 575 

Cys Lys He Glu Lys Lys Thr Arg He His Asp Thr Ser Pro Gly Thr 

580 585 590 

Leu Thr Ala Ser Val Cys Ala Ser Asp Val Asp Leu He Thr Gin Val 
595 600 605 

Ala Gly Ala Glu Trp Leu Gly Asp Thr lie Val Tyr Ala Tyr Arg Ser 
610 615 620 

Gly Glu Val He Arg Leu Pro Lys Gly Val Ser He Pro Val Thr Leu 
625 630 635 640 

Lys Val Leu Glu Phe Glu Leu Phe His Phe Cys Pro He Gin Glu He 

645 650 655 
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Ala Pro Ser He Ser Phe Ala Ala lie Gly Leu Leu Asp Met Phe Asn 

660 665 670 



Thr Gly Gly Ala Val GIu Gin Val Glu He His Asn Arg Ala Ala Thr 
675 680 685 

Lys Thr He Ala Leu Ser Val Arg Gly Arg Gly Arg Phe Gly Val Tyr 
690 695 700 

Ser Ser Gin Arg Pro Leu Lys Cys Val Val Gly Gly Ala Glu Thr Asp 
705 710 715 720 

Phe Asn Tyr Asp Ser Glu Thr Gly Leu Thr Thr Phe Ser He Pro Val 

725 730 735 

Ser Pro Glu Glu Met Tyr Arg Trp Ser He Glu lie Gin Val 

740 745 750 



<210> 2 
<211> 2780 
<212> DNA 
<213> Glycine max 

<400> 2 

tcttccattg gaggaccatt tcctcctgga 

acttctctaa gttgctaagt taattgctcc 

ccgtgtcacg gtaactcgtg gtgaagtgtt 

ttaacgatgg gaaacttgtt gtccatggta 



atagaaatac taccacactt ttcttttttc 60 

ttcatttttt cactcttcgt tctcgcgtac 120 

cgaaaatgac tgtcacacct aagatctcag 180 

agaccattct gactggagtg ccagacaacg 240 
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ttgtgctgac 


tccaggt tct 


ggaaggggtc 


ttgtgactgg 


tgcttttgtt 


ggtgccacag 


300 


ct tcacacag 


caaaagtctc 


catgtgt t tc 


caatgggtgt 


t t tagagggg 


etceggt tea 


360 


tgtgttgttt 


ccggt tcaag 


ttatggtgga 


tgactcagag 


aatgggaact 


tgtgggaggg 


420 


atgt tcctct 


ggagactcaa 


t teatget ta 


ttgagagcaa 


agagagtgaa 


actgatgggg 


480 


agaat tctcc 


aatcatc tac 


actgtct tgc 


ttcctctcct 


cgaaggtcaa 


t tccgagctg 


540 


ttct tcaagg 


caa tgacaag 


aacgagatag 


agatt tgect 


cgagagtggg 


gataatgeag 


600 


t tgagactga 


ccaaggcct t 


cacatggtt t 


acatgeatge 


tgggaccaat 


ccctt tgaag 


660 


tcatcaatca 


age tgtcaag 


gctgtggaaa 


aacacatgea 


aacttt tctt 


categtgaga 


720 


asaaaaggt t 


gecate t tgt 


ct tgactggt 


t tggatggtg 


cacatgggat 


get ttct at a 


780 


c t sa t Rtcac 


age tgagggt 


gt tgaggaag 


gectgaaaag 


tctatcacag 


ggaggtacac 


840 


c tccacsa 1 1 


cc tcatcata 


gatgatggt t 


ggcaacagat 


tgaaaataaa 


gcaaaggatg 


900 


c t ac tffaa tR 


1 1 tggt acaa 


gaaggagcac 


agt t tgc tac 


taggt tgac t 


ggtat taaag 


960 


aeaa t ac t aa 


att tcaaaag 


aaat tacaga 


acaatgagca 


gatgtcaggt 


ctgaagcatc 


1020 


taetaca tgg 


agcaaagcag 


catcacaatg 


tgaaaaatgt 


atatgtatgg 


catgeae tag 


1080 


CtRRttattg 


gggtggagtg 


aagccagcag 


caaccggcat 


ggaacat tat 


gacac tgect 


1140 


tggca t a tec 


agtgcagtca 


ccaggcgtgc 


taggaaacca 


accagacatt 


gtcatggaca 


1200 


get tggctgt 


acatggect t 


ggcctagtgc 


acccaaagaa 


ggt 1 1 tcaat 


t tctacaacg 


1260 


age tcca tgc 


t tact tagct 


tcttgtggag 


tagatggagt 


gaaggt tgat 


gtgeagaaca 


1320 


t tat tgagac 


cct tggtgcg 


ggacatggtg 


gccgagtgtc 


act tactege 


agctatcatc 


1380 


aegeget tga 


ggct tccatt 


gctagcaat t 


t tactgataa 


eggatgeat t 


gcgtgtatgt 


1440 


gtcacaacac 


tgatggactt 


tatagtgeta 


ageagactge 


tat tgtgaga 


get tctgatg 


1500 


att t t taccc 


tegtgatect 


get tcccata 


ccatccatat 


ttct tctgtt 


gcatacaac t 


1560 


cactat tcct 


tggagaat tc 


atgcaacctg 


actgggacat 


gt t tcatagt 


t tacacccag 


1620 


cagcagat ta 


teatgetgea 


gctcgtgcaa 


t tggtggatg 


tcctat ttat 


gt tagtgaca 


1680 


agecaggcaa 


tcacaat t tt 


gatct tct ta 


agaagctggt 


tctcccggat 


ggt teggtte 


1740 


ICCg I gC ltd 


or t t a o f* t u&r 


d66tl dat LI 


p t tra t t c t c t 


a 1 1 1 e t tztra t 


cc a qcc a s a c 


1800 

J uuu 


ataggactag 


ettgetcaaa 


atatggaacc 


tgaacaaatg 


ctctggagt t 


gt tggtgtat 


1860 


t taactgeca 


aggtgctgga 


tggtgcaaga 


tagagaagaa 


aacccgcatc 


catgatacat 


1920 


ctcctggtac 


ac.tcaccgcc 


tctgtctgcg 


cctctgatgt 


tgacctcatc 


acacaagtag 


1980 




caggtgc tga 


atggct tgga 


gatacaat tg 


tttatgetta 


cagatcaggt 


gaggtgattc 


2040 


ggctaccaaa 


aggggt ttca 


at tccagtga 


cactaaaagt 


tctggagt tt 


gagctt ttcc 


2100 


act tctgtcc 


aatccaagaa 


atagctccaa 


gtatatcat t 


tgcagcaata 


gggctactgg 


2160 


a t atgt tcaa 


cac tggagga 


gcagtggagc 


aggt tgagat 


tcataaccga 


gcagcaacga 


2220 


aaacaa t age 


tc t tagtgta 


aggggaagag 


gcagat t tgg 


agt t tactcc 


tcccagagac 


2280 


cac t RaaR t r 


t r t Rgtaggt 


ggege t gaaa 


ccgac 1 1 caa 


c t a tgac tea 


gagacegggt 


2340 


t sacaacc 1 1 


c t cca t 1 cca 


Rt t 1 c tccaR 


aRgagatgt a 


cagatggtca 


atagaga tec 


2400 


a a £ 1 1 1 cast 


cctttttaaR 


ac t t RRtRt t 


tRa tRca t tR 


1 t gt a tcagg 


agaagRgt 1 1 

cyi * V V 


2460 


tcrttetaatt 


a acr a 1 1 satr 


scaa 1 t Rt t r 


RaRt caRRca 


RaRaR3R3RR 


RRRR3RRt 1 1 


2520 


p-t t a t a a car 


arr t a er t a 1 1 


acta tea t Rt 


aR t RRaRaaa 


aaRRRt tR 1 1 


Ra t cc t aa t a 


2580 

w V \J \J 


gctagacaag 


gcatgt tgta 


gtagtcatgg 


ggtggggaag 


tccttttgtt 


gtagcatgta 


2640 


atttggt tta 


gac t tgtagt 


atgtcatcaa 


t tagatggat 


aaagagagaa 


tattgttatc 


2700 


tacccgagga 


tgtaacaatg 


tttgtt tctc 


tgaataaaaa 


gt tcacatct 


gtcttttgga 


2760 


ataataaaaa 


aaaaaaaaaa 










2780 



<210> 3 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :Primer 
<400> 3 

tttccggttc aagttatggt 20 

<210> 4 
<211> 20 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:Primer 
<400> 4 

caatgcatcc gttatcagta 
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0 



